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1600 


. Qpi . . A .\2060 0010002 seqlist.txt 
Output Set': N:\CKr3\07192002\H452843B.raw 

3 <U0> APPLICANT: Sette, Alessandro 

4 Sidney, John Binding Peptides and Their Uses 
c ^190> TITLE OF INVENTION: HLA Binding v V 

18 <151> P RI0R FILING DAT i , 4 

20 <160> NUMBER OF SEQ ID NOS: 3 ^ 4 q 

22 <170> SOFTWARE: FastSEQ tor wmu 

24 <210> SEQ ID NO: 1 

25 <211> LENGTH: 9 

* f 2 if> £k£ artificial scenes 

f„ S 2 2 r> 1«: B35 consensus peptide 

H r «o~3 irr XU »U Pne 

34 1 ' 

36 <210> SEQ ID NO: 2 

37 <211> LENGTH : 9 

S 2£ — - — « 

41 <220> FEATURE: Y , ana log of 1054.05 

42 <223> OTHER INFORMATION: Yl analog 

44 <400> SEQUENCE: 2 

45 Tyr Pro Lys Val Lys Gin Trp Fro 

46 1 1 

48 <210> SEQ ID NO: 3 

49 <211> LENGTH: 11 

H S«» "tincU, seance 

\\ fZl "NATION: HAOE-i 

58 <400> SEQUENCE : 3 ^ yal Ile 

59 Cys He Leu Glu ber ^y=> 1Q 

60 1 ] 

62 <210> SEQ ID NO: 4 

63 <211> LENGTH: 9 

It S» «««^ ~ e 


DATE: 07/19/2002 ^(p 
TIME: 14:25:46 


7/19/02 


file://C:\Crf3\Outhold\VsrH452843B.htm 


DATE: 07/19/2002 
BAW SEQUENCE LISTING TIME : 14:25:46 

PATENT APPLICATION: US/08/452 , 84 3B 

Trm.,1- Set • A:\2060_0010002 seqlist.txt 
Output Set': H:\CRF3\07192002\H452843B.raw 


H tit OTHER^INFORMATION : B53 self peptide 
]\ tr I r"u lie Tfcr Leu Tyr Tr P 


72 1 5 


74 <210> SEQ ID NO: 5 

75 <211> LENGTH: 9 

76 <212> TYPE: PRT , pnlienoe 

77 <213> ORGANISM: Artificial Sequence 

7 8 9 0 2£ SET™™* C3 consensus 

8 8 2 3 rLTSSTSi Ln «- «» - - 

84 1 I 

86 <210> SEQ ID NO: 6 

87 <211> LENGTH: 9 
na ^91 2> TYPE: PRT 

89 <213> oralis* /artificial sequence 
£ :f 2 3> ^™«-= « consensus 

qa <400> SEQUENCE: 6 

95 Phe Ala Met Pro Asn Phe Tyr Thr Leu 

96 1 I 

98 <210> SEQ ID NO: 7 

99 <211> LENGTH: 9 

i°0°i —mI -tibial Seance 

i 0 04 till OTHER^INFORMATION : Cw4 consensus 

106 <400> SEQUENCE: 7 

107 Gin Pro Asp Asp Ala vai iyx * 

108 1 * 

110 <210> SEQ ID NO: 8 

111 <211> LENGTH: 9 

ii 2 3 fnS Sis" -ifici.l sequence 
SI S XO» ; «6 consensus 

ii 8 , Tp"- '«« »' « S ~ 

120 1 I 

122 <210> SEQ ID NO: 9 

123 <211> LENGTH: 9 

SS "If, — ' artificial sequence 
S ?a»> "—IO-, c„6 consensus 

r -C- 'u vai «. ~ « 


flle://C\Crf3\Outhold\VsrH452843B.! 


7/19/02 


DATE: 07/19/2002 
RAW SEQUENCE LISTING 3B TIME : 14:25:46 

PATENT APPLICATION: US/06/452, 84 SB 

-r ,i- <?pt • AA2060 0010002 seqlist.txt 
Output Set': N:\CKF3\07192002\H452843B.raw 

132 1 5 

134 <210> SEQ ID NO: 10 

135 <211> LENGTH: 9 

s? sr> ssii™ ~ e 

Ifo Ss> "k™-™- c»6 consensu. 

i: 2 3 r Lo E r£o s. v., «, ^ - 

144 1 J. 

146 <210> SEQ ID NO: 11 

147 <211> LENGTH: 9 

iS Z\T> ONANISM: Artificial Sequence 
S OTHER^INFORMATION : Histone H3 . 3 

154 <400> SEQUENCE : 11 ^ 

155 Arg Tyr Arg Pro Gly Tnr 

156 1 n \. 

158 <210> SEQ ID NO: 12 

159 <211> LENGTH: 9 

160 <212> TYPE: PRT * pa uence 

161 <213> ORGANISM: Artificial Sequence 

f 6 3 4 < <2 2 2 °3 > > OTHERRINFORMATION : B7 Nat. Processed 
\% -1 val val T h r Leu 

168 1 

170 <210> SEQ ID NO: 13 

171 <211> LENGTH: 10 

% Sxs- -mci,! s^enee 

175 <220> FEATURE: , c ., s 
<223> OTHER INFORMATION: P 53, 26 35 

178 <400> SEQUENCE : 13 

179 Leu Pro Glu Asn Asn Val Leu Ser ^ 

182 <210> SEQ ID NO: 14 

183 <211> LENGTH: 10 

184 <212> TYPE: PRT q paue nce 

185 <213> ORGANISM: Artificial Sequence 

187 <220> FEATURE: oa - Q3 

188 <223> OTHER INFORMATION: P 53, 84 93 

190 <400> SEQUENCE : 14 Leu 

191 Ala Pro Ala Pro Ala Pro Ser ir P ^ 

192 1 * R 

194 <210> SEQ ID NO: 15 

195 <211> LENGTH: 11 

196 <212> TYPE: PRT 


7/19/02 


me://C:\Crf3\Outhold\VsrH452843B.htm 


DATE: 07/19/2002 
RAW SEQUENCE LISTING TIME : 14:25:46 

PATENT APPLICATION: US/08/452, 84 JB 

Tnn„t Set • A:\2060_0010002 seqlist.txt 
Output Set": N ^CRE3\0719200 2 \H4 5 2843B.raw 

197 <213> ORGANISM: Artificial Sequence 

199 <220> FEATURE: . 197.137 

200 <223> OTHER INFORMATION : P 53, 127 137 

202 <400> SEQUENCE: 15 ^ ^ ^ Lgu 

203 Ser Pro Ala Leu Asn iQ 

204 1 

206 <210> SEQ ID NO: 16 

207 <2H> LENGTH: 9 

2 2 ° 0 8 9 SSiiS ^fici- — 

£ K. . P53 , win 

01 A <400> SEQUENCE: 16 

215 Gly Thr Arg val *rg Ala Met Ala lie 

216 1 5 


218 <210> SEQ ID NO: 17 

219 <211> LENGTH: 9 

HI till — H T irtlfto*! Se ,uence 
III tlT> SST~T»»: 2 «9-«7 

£ JT^fSTSi iL xi. «* - 


5 

228 1 

230 <210> SEQ ID NO: 18 

231 <211> LENGTH: 10 


HI SS." «tl«loUl se^ce 

238 <400> sraraxa- » Lys Arg A1 , Le u 

239 Leu Pro Pro Gly ber j 1Q 


240 1 5 


242 <210> SEQ ID NO: 19 

243 <211> LENGTH: 9 

\\\ f 2 if> SSi." — 1 seance 

r - ~ ^ «■ pto ie - 

252 1 

254 <210> SEQ ID NO: 20 

255 <211> LENGTH: 10 

If, £S SkE se,ue„=e 

259 <220> FEATURE: toi-330 

260 <223> OTHER INFORMATION : P 53, 321 
262 <400> SEQUENCE: 20 


;: //C:\CrB\OutholdvVsrH452843BJ 


7/19/02 


• ' DATE: 07/19/2002 

RAW SEQUENCE LISTING , TIME : 14:25:46 

PATENT APPLICATION: US/08/452, 843B 

xnnnt Set • A:\2060_0010002 seqlist.txt 
Ou'tput St: N:\CRF3\07192002\H452843B.raw 

263 Lys Pro Leu Asp Oly Glu Tyr Phe Thr Leu 

264 1 I. 

266 <210> SEQ ID NO: 21 

267 <211> LENGTH: 9 

268 <212> TYPE: PRT e e „„ e n C e 

269 <213> ORGANISM: Artificial Sequence 

271 <220> FEATURE: ofn-369 

272 <223> OTHER INFORMATION: P 53, 361 369 
974 <400> SEQUENCE: 21 

275 g" Ser Arg Ala His Ser Ser His Leu 

276 1 J 0 

278 <210> SEQ ID NO: 22 

279 <211> LENGTH: 13 

280 <212> TYPE: PRT o paU ence 

281 <213> ORGANISM: Artificial Sequence 

283 <220> FEATURE: ke -supermotif s 

284 <223> OTHER INFORMATION: B7 like super 
W -> 286 <221> NAME/KEY: VARIANT 

287 <222> LOCATION: (1) ; ; ;f > any of the amino acids found in Table 1, as 
HI " 23> rerarn~urarir a occu°rri ng amino acids or 
290 amino acid mimetic 

W--> 292 <221> VARIANT 

293 <222> LOCATION : (3)... (8) ids found in Table 1, as 

296 amino acid mimetics 

„__> 298 <400> 22 Xaa Ala Val Ile Leu Met 

W--> 299 Xaa Pro Xaa xaa xaa a* 1Q 

300 1 J, 

302 <210> SEQ ID NO: 23 

303 <211> LENGTH: 14 

Hi SSlS «t i£ ici.l Stance 

W -> 310 <221> NAME/KEY: VARIANT 


310 < 2 ^ ± ^ jMAPiii/ * • 

311 <222> LOCftTIOK: (1). . ■ CD anino aolas found in Table 1, as 

314 amino acid mimetic 

w -> 316 <221> VARIANT 

317 <222> LOCATION: (3>;; f the amino acids found in Table 1, as 

<223> refl\s NF ™urafly SLrrin, amino acids or 
320 amino acid mimetics 

w _-> 322 <400> 23 Ala Val He Leu Met 

W -> 323 Xaa Pro Xaa Xaa Xaa Xaa xaa xa ^ 


W--> — 5 

324 1 5 


file://C:\Crf3\Outhold\VsrH452843B.htm 


7/19/02 


PATENT APPLICATION: US/08/452, 843B 

S*S£ JS"^ ^ P^ents at least one n or Xaa. 

Seq#:22; Xaa Pos . 1,3,4, 5, 6,7,8 
Seq#:23; Xaa Pos. 1 ' 3 ' 4 ' 5 'l'l'l' 9 
Seq#:24; Xaa Pos. 1 'l' i ' 5 ' 6 .'l'l Q 
Seq#:25; Xaa Pos. I' 3 '*' 5 ' 6 ' 1 '*' 9 
Seq#:26; Xaa Pos. 1 ' 3 ']' 5 ' 6 'l'l 
Seq#:27; Xaa Pos. 1,3 , -4,5,6,7,8 
S eq#:28; Xaa Pos. 1 'l' i ' 5 - 6 'l'l 
Seq#:29; Xaa Pos. 1 ' 3 ' i ' 5 ' 6 .'l'l 
Seq#:30; Xaa Pos. 1 ' 2 ' A ' 5 ' 6 'l'l 

Seq#:31; Xaa Pos. J' 3,4, 5, 6,7,8 

S eq#:32; Xaa POS. 1 , 3 , , , , 7 , J , 9 

Seq#:33; Xaa Pos. 1, 3, 4, 5 6 7 8, 9, 10 

Seq#:34; Xaa Pos. 1,3,4,5,6,7,8,9,10,11 


file://C:\Crf3\Outhol(KVsrH452843B.htm 


7/19/02 


DATE: 07/19/2002 
VERIFICATION SUMMARY 1425:47 
PATENT APPLICATION: US/08/452, 843B TIME. 14.^3. 


input Set : A:\2060_0010002 seqlist.txt 
Output Set: N:\CRF3\07192002\H452843B.raw 

L:28 6 M:281 W: Numeric Fields not Ordered <221> Sort U J^-ending^rder I 

L:2 92 M:258 W: Mandatory Feature missing, < > not 

L:29 8 M:258 W: Mandatory Feature ^"^J^^ after pos.:0 

L :299 M:341 W: (46) n" or Xa » tt J*;^ r <2 J 1> Sort in ascending order! 

L:310 M:281 W: Numeric Fields not jeered , <z seq id#;23 

L:3 16 M:258 W: Mandatory Feature missing, <220> not 

L:3 22 M:258 W: Mandatory Feature ^"^^^S after P os.:0 

L:323 M-.341 W: (46) "n" or Xaa used, tor s u ascending order! 

L:3 34 M:281 W: Numeric Fields not Ordered , <221 > So rt SEQ ID#:24 

L:3 40 M:258 N: Mandatory Feature missing, <220> not 

L:3 46 M:258 W: Mandatory Feature ms in , < ^ > °J r after pos . :0 

L:3 47 M:341 W: (46) "n" or "Xaa" used for S»nU4 att P order , 

L:3 58 M-.281 W: Numeric Fields ^^f'.f/o^^ found for SEQ ID#:25 

L: 364 M:258 W: Mandatory Feature missing, <220> not 

L:370 M:258 W: Manda t-y Feature ;£«*;/™% D#!25 a fter pos. :0 

L:371 M:341 W: (46) "n" or Xaa "sea, w w ascending order! 

L:3 82 M:281 H: Numeric Fields not 0 ^"f ' J^^^nd for SEQ ID#:26 

L:3 88 M:258 W: Mandatory Feature missing, <220> not SEQ ID#:26 

L:394 M:258 W: Mandatory Feature *«sing, <2™> no 

L: 395 M:341 W: (46) -n- or "Xa a» -e^ for SEQ ID £26 af ^ 

L:4 06 M:281 W: Numeric Fields not jeered , SEQ ID#:27 

L:4 12 M:258 W: Mandatory Feature m«sing, <220> not 

L:4 18 M:258 W: Mandatory Feature -""J;/^™^ after P os.:0 

L:419 M:341 W: (46) "n» or Xaa used, tor & « ascending order! 

L:4 30 M-.281 W: Numeric Fields not Ordered , < 2 ^> ^ for SEQ IDt:28 

L :436 M:258 W: Mandatory Feature missing, <220> not f 

L:442 M:258 W: Mandatory Feature missi ng, <220> no x. 

L:4 43 M:341 W: (46) -n- or "Xa a; -e^ for SEQ ID ^28 ^ ^ 

L:454 M:281 W: Numeric Fields not Orderea , * SEQ ID#:29 

L:4 60 M:258 W: Mandatory Feature missing, <220> not 

L:4 66 M:258 W: Mandatory Feature «JJ"?or SW iS* = 29 after P os.:0 

L:467 M:341 W: (46) "n" or Xaa used, ror u ascending order! 

L:4 78 M:281 W: Numeric Fields not Ordered , <«1> Sort i id#:30 

L:4 84 M:258 W: Mandatory Feature missing, <220> not id#:30 

L:4 90 M:258 W: Mandatory Feature miss ^> <™>£ f ^ 

L:491 M:341 W: (46) "n" or Xaa used, xor u ascending order! 

L:5 02 M:281 W: Numeric Fields not Ordered , <J21>^ort^n ^ ^ 

L:5 08 M:258 W: Mandatory Feature missing, <220> not to 

L:5 14 M-.258 W: Mandatory Feature missing, <220> not to ^ ^ 

L:5 18 M:258 H: Mandatory Feature ^" in J' < ^ > I JJ? 3 " afte r P os.:0 

L:5 19 M:341 W: (46) "n" or "Xaa" used for SEQ iDt 31 att P order , 

L:5 31 M:281 W: Numeric Fields not Ordered, <221> Sort^ SEQ ID#:32 

L:5 37 M:258 W: Mandatory Feature ^ssing, <220> not 

L ,543 M-.258 W: Mandatory Feature missing, <220> not to 

L:5 47 M:258 W: Mandatory Feature miss ng , <220> no t ^ 

L:5 48 M:341 W: (46) n " or Xa ^ ^ed, ^o u ^ agcending orQer 

L:560 M:281 W: Numeric Fields not Ordered, ID# . 33 

L 566 M-258 W: Mandatory Feature missing, <220> not found 


file://C:\Crf3\Outhol^VsrH452843B.htm 


7/19/02 


VERIFICATION SUMMARY DATE: 07/19/2002 

PATENT APPLICATION: US/08/452, 84 3B TIME: 14:25:47 

Input Set : A:\2060_0010002 seglist.txt 
Output Set: N:\CRF3\07192002\H452843B.raw 

L:572 M:258 W: Mandatory Feature missing, <220> not found for SEQ ID#:33 

L:576 M:258 W: Mandatory Feature missing, <220> not found for SEQ ID#:33 

L-577 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:33 after pos . : 0 

L:589 M:281 W: Numeric Fields not Ordered, <221> Sort in ascending order! 

L:595 M:258 W: Mandatory Feature missing, <220> not found for SEQ ID#:34 

LieOl M:258 W: Mandatory Feature missing, <220> not found for SEQ ID#:34 

L:605 M:258 W: Mandatory Feature missing, <220> not found for SEQ ID#:34 

L:606 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 34 after pos . : 0 


file://C:\Crf3\Outhold\VsrH452843B.htm 
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